Charting microbial community structure during anaerobic co-digestion of
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« Microbial community structure changes over time within mixed-manure ratios; however, these shifts are
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physicochemical data to Dbetter define h . Volatile fatty acid measurements will be integrated to existing data to identify ensembles/indicators

potential  ecological ~and  metabolic associated with their production.
relationships In AD RNG production to

identify specific AD operating conditions that
are linked to desired AD outcomes
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RNG production or other factors between mixed-manure ratios.

A mixed manure ratio of 70 Chicken: Hog 15: Dairy 15 seems to drive a community that produces
Increasing values of RNG. An in-depth exploration of indicator organisms In this ratio may be used to infer
potential ecological and metabolic relationships mediating the steps in methane production (e.d., via co-

 Reconstructed genomes from metagenomics sequencing will be mapped onto the interaction network
based on shared DNA identity providing the chance to derive functional information from the potential
metabolic links hypothesized in the network.
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